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*tipo di energia (chimica, fotoni, elettroni)
*monitoraggio (tecniche fotofisiche, elettrochimiche)
*processo ciclico

stempo (picosecondi-minuti)
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Figure 1. The structure of FF,ATP synthase" The catalytic region is
composed of the subunits @—¢. The proton channels lie at the interface
between the subunits a and ¢ (dashed lines indicate the putative inlet and
outlet channels). Proton flow through the channels develops torque
between the a and ¢ subunits, This torque is transmitted to F, via the y
shaft and the ¢ subunit, where it is used to release ATP sequentially from
the catalytic sites in F,. The ¢ subunit consists of 9-12 twin «a-helices
arranged in a central membrane-spanning array. The a subunit consists of
5-7 membrane-spanning a-helices and is connected to F; by the b and &
subunits, Reprinted by permission from ref. [16(] (Copynght” Macmillan
Magazines Ltd 1998),

Figure 2. Experimental geometry used” to observe single myosin mole-
cules binding and pulling an actin filament. The filament was attached at
either end to a trapped bead. These beads were used to stretch the filament
taut and move it near surface-bound silica beads that were decorated
sparsely with myosin molecules. Adapted with permission from ref. [19]
(Copyright™ Macmillan Magazines Ltd 1994).
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Input elettrochimico

Tetratiofulvalene (0) Tetratiofulvalene (+)

Tetratiofulvalene (0) Tetratiofulvalene (+)
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Input fotochimico

Ru(Il)polypyridine complex (P2*)
p-terphenyl-type rigid spacer (S)
4,4’-bipyridinium (A ;2*) ~ =
3,3’-dimethyl-4,4’-bipyridinium (A ,2*) (\M Q g
Tetraarylmethane group (T)
Six PFg~ counterions




a) Redox-induced Ny
ring motion R

Cyclic voltammogram of the [2]rotaxane
(MeCN, r.t.; 200 mV/s)
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4,4’-bipyridinium (A ;2*) PQ g6+ Qo f ‘

3,3’-dimethyl-4,4’-bipyridinium (A ,2*)
Tetraarylmethane group (T)
Six PF4~ counterions

1 P2t — *p2+

2 P2+ A2 P34+ A
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4 Shuttling (5 nm)

3*p2t — P2
5 P3*+ ALt —> *P2t 4 A 2¢

6 P3*+A" — P2+ A2

7 Shuttling (5 nm)



Input fotochimico e chimico (agenti sacrificali TEA e O,)







