


Microbial Ecology

Study of the interactions of microorganisms with their environment (including
organic matter), each other, and plant and animal species (other organisms)
—> symbioses, biogeochemical cycles, climate change

Earth Microbiome Project
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Earth Microbiome Project

The Earth Microbiome Project (EMP, http://www.earthmicrobiome.org) was founded in 2010 to sample the
Earth’s microbial communities at an unprecedented scale in order to advance our understanding of the
organizing biogeographic principles that govern microbial community structure.

We recognized that open and collaborative science, including scientific crowdsourcing and standardized
methodss, would help to reduce technical variation among individual studies, which can overwhelm
biological variation and make general trends difficult to detect


http://www.earthmicrobiome.org/
https://www.nature.com/articles/nature24621#ref-CR8

Environment type and provenance of samples
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