/*crea libreria */
Libname scmm26 "/home/gabriellaschoier0/scmm26";
/* Codice generato (IMPORTAZIONE) */
/* File di origine: cibo.txt */
/* Percorso di origine: /home/gabriellaschoier0/scmm26 */
/* Codice generato in data: 20/03/23 16:42 */

%web_drop_table(SCMM26.cibo);


FILENAME REFFILE '/home/gabriellaschoier0/scmm26/cibo.txt';

PROC IMPORT DATAFILE=REFFILE
	DBMS=DLM
	OUT=SCMM26.cibo;
	GETNAMES=YES;
RUN;

PROC CONTENTS DATA=SCMM26.cibo; RUN;


%web_open_table(SCMM26.cibo);
proc univariate data=scmm26.cibo;
run;
proc means data=scmm26.cibo;
run;
proc corr data=scmm26.cibo;
run;
proc standard data=scmm26.cibo out=scmm26.cibostand mean=0 std=1;
run;
/*
 *
 * Codice del processo generato da SAS Studio 3.8 
 *
 
 * Generato da 'gabriellaschoier0' 
 * Generato sul server 'ODAWS02-EUW1.ODA.SAS.COM' 
 * Generato sulla piattaforma SAS 'Linux LIN X64 3.10.0-1062.9.1.el7.x86_64' 
 * Generato sulla versione SAS '9.04.01M7P08062020' 
 * Generato sul browser 'Mozilla/5.0 (Windows NT 10.0; Win64; x64) AppleWebKit/537.36 (KHTML, like Gecko) Chrome/111.0.0.0 Safari/537.36' 
 * Generato sul client Web 'https://odamid-euw1.oda.sas.com/SASStudio/main?locale=it_IT&zone=GMT%252B01%253A00&ticket=ST-85488-pwQKzjxk9ftKbzEVdymj-cas' 
 *
 */

ods graphics / reset width=6.4in height=4.8in imagemap;

proc sgplot data=SCMM26.CIBO;
	histogram Cereal / scale=count;
	yaxis grid;
run;
ods graphics / reset;

proc cluster data=scmm26.cibo method=single;
var redmeat whitm eggs milk fish cereal starch nuts frveg;
id country;
run;
proc cluster data=scmm26.cibo method=complete;
var redmeat whitm eggs milk fish cereal starch nuts frveg;
id country;
run;
proc cluster data=scmm26.cibo method=average;
var redmeat whitm eggs milk fish cereal starch nuts frveg;
id country;
run;

proc cluster data=scmm26.cibo method=centroid;
var redmeat whitm eggs milk fish cereal starch nuts frveg;
id country;
run;
proc cluster data=scmm26.cibo method=median; /* per var qualitative esistono anche altri metodi*/
var redmeat whitm eggs milk fish cereal starch nuts frveg;
id country;
run;
proc cluster data=scmm26.cibo method=ward;
var redmeat whitm eggs milk fish cereal starch nuts frveg;
id country;
run;
proc distance data=scmm26.cibo
method=euclid out=scmm26.disteuclidea;
var interval (redmeat whitm eggs milk fish cereal starch nuts frveg);
run;

proc cluster data=scmm26.disteuclidea method=ward;
var dist1 dist2 dist3 dist4 dist5 dist6 dist7 dist8 dist9 dist10 dist11 dist12 dist13 dist14 dist15 dist16 dist17 dist18;
run;

proc cluster data=scmm26.disteuclidea method=ward;
run;

data scmm26.disteuclidea;
set scmm26.disteuclidea;
rename dist1=Albania
dist2=Austria
dist3=Belgium
dist4=Denmark
dist5=Finland
dist6=France
dist7= Greece
dist8=Hungary
dist9=Ireland
dist10=Italy
dist11=Netherl
dist12=Norway
dist13=Poland
dist14=Romania
dist15=Spain 
dist16=Sweden
dist17=Switzer
dist18=UK;
run;
